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CyTOF® technology, based on cytometry by time-of-fight, utilizes CyTOF XT: the next generation of CyTOF XT and Helios produce comparable CyTOF XT and Helios files generate equivalent
metal-tagged antibodies for single-cell detection by mass cytometry. mass Cytometry and repeatable results pOpUIation frequenCies
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IS already in use in COVID-19 research®>. The Maxpar Direct Immune Figure 6. Comparable and repeatable results of the Maxpar Direct Immune Profiling Assay when acquired using CyTOF

Figure 3. CyTOF XT, featuring a streamlined XT or Helios and analyzed using Maxpar Pathsetter. Triplicate samples were acquired on two CyTOF XT and two Helios I m p roved ﬁ Sta i n i ng asSSessS ment va I ues fo r fi I es

Profiling System was originally validated for Helios™ mass cytometers.

the upper and lower 95% confidence limits are >1.0, indicating that CyTOF XT on average will have a higher Beta value
compared to Helios. The shaded area (red) indicates the associated confidence limit bounds. The 95% confidence limits
of the slope are shown for the line of best fit. Calculations were performed using NCSS 12.0.

design and automated sample acquisition instruments for whole blood (top) and PBMC (middle and bottom). Error bars show the standard deviation between the
Now data collection can be simplified using an automated acquisition six replicates from CyTOF XT and Helios. Mean values for each sample type and instrument are summarized in Table 1. acq u i red usi ng CyTo F XT com pa red to H el iOS
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PBMC sample in a Direct Immune preconfigured assessments, data plot stained using twelve acquired on two Helios and staining assessments CD4 central memory 3.64 4.0 3.39 3.0 2.29 5.3 2.39 5.8 2.27 10.8 2.39 7.1 8 | Estimated Model: A CD161 9.16 8.55 7.01 6.37 6.09 5.24
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Avallable open channel 142Nd CD185/CXCR5 (J252D4) 158Gd HLA-DR (LN3) 173Yb staining. Stammg and acquisition proceeded as outlined in the Maxpar Direct Basophils 0.61 3.1 0.60 2.9 022 415 027 4.0 1.63 2.9 1.63 1.9 ( 9 ) IgD 4.41 4.17 3.80 3.79 3.66 3.65
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' but with the foIIowing exceptions: Thi-like 0.55 8.6 0.55 5.1 0.49 7.7 0.39 6.8 0.75 9.2 0.70 9.7 Figure 9. Files acquired using CyTOF XT overall have improved signal resolution compared to Helios. (A) Maxpar
CD4 (RPA-T4) 145Nd CD38 (HB-7) 1010y CD127 (A19DS) 176Yb Th2-like 151 49 148 29 215 42 216 3.1 41 54 406 41 Pathsetter performs a staining assessment based on a statistical approach called Strictly Standardized Mean Difference
CD8a (RPA-T8) 146Nd Avallable open channel 162Dy Avallable open channel 209BI e Al samples were washed using Maxpar Cell Acquisition Solution (CAS) Plus for Th17-like 0.78 8.1 0.76 3.0 2.41 4.7 2.58 3.8 2.73 2.2 2.73 5.8 (SSMD), represented by a Beta value. A higher Beta value indicates greater resolution between the positive and negative
Figure 1. The Maxpar Direct Immune Profiling Assay workflow using the CyTOF XT (top) and the population. MAD: Median absolute deviation, Pos: positive population, Neg: negative population. (B) A plot of the average
gure 1. - P . . Y J Y . CyTOF XT (PN 201244). After the first CAS Plus wash, replicate samples were Beta values from CyTOF XT acquired files plotted against Beta values from Helios files (Table 2). Deming regression was
Maxpar Direct Immune Profiling Assay panel (bottom) o . o A HeliOS g g CDA T cells B CyTOF XT T performed to compare the staining assessment between the two instruments. The HO test that slope = 1 was rejected and
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Maxpar Direct Inmune Profiling Assay Helios, a CyTOF System CyTOF XT,a CyTOF System  Maxpar Pathsetter software Figure 7. Cen-se™ (Cauchy enhanced nearest-neighbor stochastic embedding) clustering, a dimensionality reduction C. : .
(PN 201325) (PN 107002) (PN 117002) (PN 401018) tool (GemStone™), performed in Maxpar Pathsetter software shows similar results between CyTOF XT and Helios. * The hands-free acquisition on CyTOF XT and the automated analysis of Maxpar Direct
Cen—;e’ cIu;tering on.the 30 markers in the Maxpar Di.rect Injmung Profiling Assay §tained on whole blood and Immune Profiling System enable researchers to streamline high—parameter
Figure 5. Maxpar Direct Immune Profiling Assay stained samples are acquired on Helios or CyTOF XT mass acquired with (A) Helios and (B) CyTOF XT. Neutrophils are intentionally excluded in these Cen-se’ plots to better . )
Figure 2. Populations identified by the Maxpar Direct Immune Profiling Assay cytometers. Normalized data may be analyzed by Maxpar Pathsetter software for automated analysis. visualize the other cell types. |mmunophenotyp|ng of human whole blood and PBMC samples.
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