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Introduction Results

Detecting clinically relevant biomarkers in cancer tissues provides key insights into the unique tumor Our results demonstrate that while IMC technology and IHC are similar in detecting LABs, IMC technology can accomplish this without signal amplification, offering an opportunity to evaluate LABs in their true dynamic signal ranges. Qualitative analysis of IHC and IMC data further
characteristics of patients, allowing for more personalized and effective therapies. Immunohistochemistry demonstrated the equivalent performance of both platforms (Figure 3). Multiplexed single-cell analysis using IMC data provided insights about LAB expression on specific immune and tumor cells. While IHC is semi-quantitative and cannot reliably determine the high abundance of a
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abundance biomarkers (LABS) in tissues. Limitations related to plexity, quantitation and false signal detection target, IMC technology offers the opportunity of signal quantitation as it displays the complete dynamic range of signal (Figures 4—7).
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Imaging Mass Cytometry™ (IMC ™) technology is a multiplexed imaging technique that incorporates
quantitative assessment of 40-plus biomarkers simultaneously on the same slide. The Hyperion™ XTi
Imaging System, in association with an automated slide loader, permits 24/7 data acquisition and provides
biological insights critical for assessment of the tumor microenvironment (TME). We strove to determine
whether IMC technology can be used for pathological evaluation of LABs and provide additional key biological
insights for clinical evaluation offered through multiplexed analysis.

IMC technology detects low-abundance biomarkers PD-1, PD-L1 and LAG-3 with intact linear dynamic range in tumor and normal tissues. IMC technology accurately detects HER2 expression in pathologist-graded breast cancer tissues.
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Imaging Mass Cytometry technology provides fully quantitative analysis with a high dynamic range.
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technology. IHC relies on signal
amplification to achieve detection of
biomarkers. IMC technology utilizes primary
antibody detection and offers the linear
dynamic range to capture the entire spectrum
of HER2 expression across the tissue. IMC
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IMC technology detected multiple distinct populations of HER2-
expressing tumor cells with varying levels of HER2 (left image).
Quantitative evaluation using Maxpar™ IMC Cell Segmentation Kit
mediated single-cell analysis in QuPath categorized HER2 negative, low,
moderate and high expressing cells (right image). This data
demonstrates the ability of IMC platforms to characterize the spatial
distribution of clinically relevant biomarkers in tumors.
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Combining these new workflows with the newly
available slide loader for the Hyperion XTi
Imaging System streamlines IMC application
and makes it a useful resource for high-
throughput clinical and translational studies.
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Clinical assessment of tissues using IMC technology offers an advantage over
traditional IHC methods by providing true biological context due to multiplexing

capabilities. The ability of IMC technology to provide high-dimensional spatially
resolved data makes |t ) powerful tool for C||n|Ca| and tranS|ati0na| appllcatlons Figure 3. Comparative evaluation of LAB detection in IMC technology and IHC. Detection of immune checkpoint molecules is critical for predicting treatment response to immunotherapy in cancer patients. IHC is the technology of choice

for companion diagnostic tests, which detect the presence of checkpoint molecule expression. IHC lacks the dynamic range of signal detection, offering only semi-quantitative evaluation of marker expression. IMC technology offers the ability to quantitatively
and ShOWS that |t |S pO|Sed to S|gn|f|Ca ntly Contribute to biomarker d iSCOVG ry and measure the entire spectrum of LAB expression without signal amplification in addition to multiplexed evaluation of up to 40 markers simultaneously. Data shown here demonstrates the equivalent performance of IHC and IMC platforms to detect the presence of
LABs. The high dynamic range of IMC technology enables the detection of both low and high expression levels of LABs to identify specific cells. The dual and multicolor IMC images further showcase the power of IMC technology in revealing true biological context Myeloid Replicating cells Cytotoxic T cells

by simultaneous detection of various cell types in normal and pathological tissues, offering ways to pinpoint marker expression in specific cells. (HER2hi) (Ki-67+) (CD8+)
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