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Methods and materials
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CyTOF XT and CyTOF XT PRO instruments generate equivalent population frequencies with high repeatability and
Run on CyTOF systems: 3 donors x 3 Debarcode. Data analysis reproducibility.
iInstruments x 3 replicate samples.

CyTOF XT and CyTOF XT PRO instruments show equivalent frequencies of T cells expressing immune Figure 4. Both CyTOF XT and CyTOF XT PRO instruments
produce highly repeatable and reproducible results in either
cell phenotyping or functional profiling assays.

checkpoint markers and intracellular cytokines across multiple instruments.
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